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SEQUENCE LISTING 

<110> Charles Nicolette 

<12 0> THERAPEUTIC COMPOUNDS FOR OVARIAN CANCER 

<130> 68126881209900 

<140> Unassigned 
<141> 2001-05-30 

<160> 14 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 2015 
<212> DNA 
<213> Homo sapiens 

<400> 1 

gttttctact ttgcccgccc acagatgtag ttttctctgc gcgtgtgcgt tttccctcct 60 

cccccgccct cagggtccac ggccaccatg gcgtattagg ggcagcagtg cctgcggcag 120 

cattggcctt tgcagcggcg gcagcagcac caggctctgc agcggcaacc cccagcggct 180 

taagccatgg cgtgagtacc ggggcgggtc gtccagctgt gctcctgggg ccggcgcggg 24 0 

ttttggattg gtggggtgcg gcctggggcc agggcggtgc cgccaagggg gaagcgattt 3 00 

aacgagcgcc cgggacgcgt ggtctttgct tgggtgtccc cgagacgctc gcgtgcctgg 360 

gatcgggaaa gcgtagtcgg gtgcccggac tgcttcccca ggagccctac agccctcgga 420 

ccccgagccc cgcaaggtcc caggggtctt ggctgttgcc ccacgaaacg tgcaggaacc 4 80 

aagatggcgg cggcagggcg gcggcgcggg cgtgagtcaa gggcgggcgg tgggcggggc 54 0 

gcggccgctg gccgtatttg gacgtgggga cggagcgctt tcctcttggc ggccggtgga 600 

agaatcccct ggtctccgtg agcgtccatt ttgtggaacc tgagttgcaa gcagggaggg 660 

gcaaatacaa ctgccctgtt cccgattctc tagatggccg atctagagaa gtcccgcctc 720 

ataagtggaa ggatgaaatt ctcagaacag ctaacctcta atgggagttg gcttctgatt 780 

ctcattcagg cttctcacgg cattcagcag cagcgttgct gtaaccgaca aagacacctt 840 

cgaattaagc acattcctcg attccagcaa agcaccgcaa catgaccgaa atgagcttcc 900 

tgagcagcga ggtgttggtg ggggacttga tgtccccctt cgacccgtcg ggtttggggg 960 

ctgaagaaag cctaggtctc ttagatgatt acctggaggt ggccaagcac ttcaaacctc 1020 

atgggttctc cagcgacaag gctaaggcgg gctcctccga atggctggct gtggatgggt 1080 

tggtcagtcc ctccaacaac agcaaggagg atgccttctc cgggacagat tggatgttgg 1140 

agaaaatgga tttgaaggag ttcgacttgg atgccctgtt gggtatagat gacctggaaa 12 00 

ccatgccaga tgaccttctg accacgttgg atgacacttg tgatctcttt gcccccctag 1260 

tccaggagac taataagcag cccccccaga cggtgaaccc aattggccat ctcccagaaa 1320 

gtttaacaaa acccgaccag gttgccccct tcaccttctt acaacctctt cccctttccc 1380 

caggggtcct gtcctccact ccagatcatt cctttagttt agagctgggc agtgaagtgg 1440 

atatcactga aggagatagg aagccagact acactgctta cgttgccatg atccctcagt 1500 

gcataaagga ggaagacacc ccttcagata atgatagtgg catctgtatg agcccagagt 1560 

cctatctggg gtctcctcag cacagcccct ctaccagggg ctctccaaat aggagcctcc 1620 

catctccagg tgttctctgt gggtctgccc gtcccaaacc ttacgatcct cctggagaga 1680 

agatggtagc agcaaaagta aagggtgaga aactggataa gaagctgaaa aaaatggagc 174 0 

aaaacaagac agcagccact aggtaccgcc agaagaagag ggcggagcag gaggctctta 1800 

ctggtgagtg caaagagctg gaaaagaaga acgaggctct aaaagagagg gcggattccc 1860 

tggccaagga gatccagtac ctgaaagatt tgatagaaga ggtccgcaag gcaaggggga 1920 

agaaaagggt cccctagttg aggatagtca ggagcgtcaa tgtgcttgta catagagtgc 1980 

tgtagctgtg tgttccaata aattattttg taggg 2 015 
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<210> 2 

<211> 351 

<212> PRT 

<213> Homo sapiens 



<400> 2 
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<210> 3 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 



2 



<223> ATF4/CREB-2 
<400> 3 

Phe Leu Tyr Lys Trp His Gly Phe Val 
1 5 

<210> 4 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ATF4/CREB-2 

<221> misc_f eature 

<222> (6) . . . (6) 

<223> n is A, C, G or T 

<221> misc_feature 

<222> (21) . . . (21) 

<223> n is A, C, G or T 

<221> misc_f eature 

<222> (27) . . . (27) 

<223> n is A, C, G or T 

<400> 4 

ttyytntaya artggcaygg nttygtn 

<210> 5 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> ATF4/CREB-2 
<400> 5 

Phe Leu His Lys Val His Phe Tyr Val 
1 5 

<210> 6 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ATF4/CREB-2 

<221> misc_f eature 

<222> (6) . . . (6) 

<223> n is A, C, G or T 



<221> misc_feature 

<222> (15) . . . (15) 

<223> n is A, C, G or T 



<221> misc_feature 

<222> (27) . . . (27) 

<223> n is A, C, G or T 

<400> 6 

ttyytncaya argtncaytt ytaygtn 

<210> 7 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> ATF4/CREB-2 
<400> 7 

Phe Leu His Lys Trp His Trp Val Val 
1 5 

<210> 8 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ATF4/CREB-2 
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ttyytncaya artggcaytg ggtngtn 

<210> 9 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> ATF4/CREB-2 
<400> 9 

Phe Leu His Lys Trp His Trp Tyr Val 
1 5 



<210> 
<211> 
<212> 
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27 
DNA 



<213> Artificial Sequence 



<220> 

<223> ATF4/CREB-2 

<221> misc_f eature 

<222> (6) . . . (6) 

<223> n is A, C, G or T 



<221> misc_feature 

<222> (27) . . . (27) 

<223> n is A, C, G or T 



<400> 10 
ttyytncaya artggcaytg gtaygtn 

<210> 11 

<211> 9 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> ATF4/CREB-2 



<400> 11 

Phe Leu His Lys Val His Tyr Leu 
1 5 



<210> 12 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> ATF4 / CREB - 2 



<221> misc_f eature 

<222> (6) . . . (6) 

<223> n is A, C, G or T 

<221> misc_feature 

<222> (15) . . . (15) 

<223> n is A, C, G or T 

<221> misc_f eature 

<222> (22) . . . (22) 

<223> n is A, C, G or T 

<221> misc_feature 

<222> (24) . . . (24) 

<223> n is A, C, G or T 

<221> misc_feature 

<222> (27) . . . (27) 

<223> n is A, C, G or T 



<400> 12 



ttyytncaya argtncayta yntngtn 



<210> 13 

<211> 9 

<212> PRT 

<213> Homo sapiens 
<220> 

<223> ATF4/CREB-2 

<400> 13 

Lys His Phe Lys Pro 1 His Gly Phe 
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<210> 14 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ATF4/CREB-2 

<221> misc_f eature 

<222> (15) . . . (15) 

<223> n is A, C, G or T 

<221> misc_f eature 

<222> (21) . . . (21) 

<223> n is A, C, G or T 

<221> misc_feature 

<222> (27) . . . (27) 

<223> n is A, C, G or T 



<400> 14 
aarcayttya arccncaygg nttywsn 



